(i.e., polymorphic microsatellite loci) would permit the genotyping of reproductive lineages and the tracking of gene fl ow among populations. In this study, we characterized 28 microsatellite loci for L. infl ata , tested these markers in 58 individuals from three eastern North American populations, and assessed cross-amplifi cation success in two congeneric species within Lobelia sect. Lobelia : L. cardinalis and L. siphilitica.
METHODS AND RESULTS
Genomic DNA was extracted from a single L. infl ata specimen collected from the Petawawa Research Forest (individual DAO-887897; see Appendix 1). To obtain high-quality DNA for enrichment, total genomic DNA was extracted using the cetyltrimethylammonium bromide (CTAB) extraction method of Murray and Thompson (1980) . We prepared a CT microsatellite-enriched DNA library using the method of Hamilton et al. (1999) and linker sequences of Glenn and Schable (2005) . Ninety-six clones from this library were sequenced using the BigDye 3.1 kit on an ABI 3730 DNA analyzer (Applied Biosystems, Carlsbad, California, USA). Twenty-eight clones contained dinucleotide motifs with at least seven repeat units and were used to design primer pairs using the Primer3Plus software package ( Untergasser et al., 2007 ) . Selection of the fi nal 28 primer sets was based on: (1) reliable and repeatable amplifi cation by PCR (using the PCR parameters listed below); and (2) distinct banding pattern visualization on 3% agarose gel. All 28 primer pairs met these inclusion criteria and were used to assess genetic diversity.
To assess amplifi cation, we performed PCR in 20-μ L reaction volumes, using the Phire II Direct PCR Kit (Thermo Fisher Scientifi c, Waltham, Massachusetts, USA). Unlike two-step protocols that require separate DNA isolation and PCR steps, direct PCR allows amplifi cation directly from plant material ( Bellstedt et al., 2010 ) . Here, the genomic DNA template for the direct PCR reaction was taken from a circular punch of dried leaf or fruit capsule material using a 0.35-mm Harris Uni-Core Micro-Punch (Thermo Fisher Scientifi c). Each 20-μ L reaction contained 0.5 μ M primers and 1.5 mM MgCl 2 . A standard three-step PCR protocol was used, including an initial denaturation at 98 ° C for 5 min, followed by 30 cycles of denaturation at 98 ° C for 5 s, annealing at 50-58 ° C for 5 s, extension at 72 ° C for 20 s, and a fi nal extension step of 72 ° C for 10 min. • Premise of the study: Nuclear microsatellite markers were developed for Lobelia infl ata (Campanulaceae), an obligately selffertilizing plant species, for use in the study of temporal fl uctuation in allele frequency and of the genetic structure within and among populations. • Methods and Results: We developed 28 primer pairs for L. infl ata , all of which amplify CT dinucleotide repeats. We evaluated amplifi cation of these loci in 53 L. infl ata individuals at three sites in eastern North America and found that 24 loci showed microsatellite polymorphism. We also found that 16 loci amplifi ed successfully in L. cardinalis , and 11 amplifi ed successfully in L. siphilitica . • Conclusions: These primers will be useful for assessing allelic diversity within and among populations of L. infl ata , and show potential for use in congeneric species. 
